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<170> Patentln version 3.1 

<210> 1 

<211> 260 

<212> PRT 



<213> Homo sapiens 
<400> 1 

Val Tyr Leu Ser Glu Cys Lys Thr Gly Asn Gly Lys Asn Tyr Arg Gly 
5 10 15 

Thr Met Ser Lys Thr Lys Asn Gly He Thr Cys Gin Lys Trp Ser Ser 
20 25 30 

Thr Ser Pro His Arg P ro Arg Phe Ser Pro Ala Thr His Pro Ser Glu 
35 40 45 

Gly Leu Glu Glu Asn Tyr Cys Arg Asn Pro Asp Asn Asp Pro Gin Gly 
DU 55 60 

Pro Trp Cys Tyr Thr Thr Asp Pro Glu Lys Arg Tyr Asp Tyr Cys Asp 
70 75 80 

He Leu Glu Cys Glu Glu Glu Cys Met His Cys Ser Gly Glu Asn Tyr 
85 90 95 

Asp Gly Lys lie Ser Lys Thr Met Ser Gly Leu Glu Cys Gin Ala Trp 
100 105 110 

Asp Ser Gin Ser Pro His Ala His Gly Tyr He Pro Ser Lys Phe Pro 
H5 120 125 

Asn Lys Asn Leu Lys Lys Asn Tyr Cys Arg Asn Pro Asp Arg Glu Leu 
135 140 

Arg Pro Trp Cys Phe Thr Thr Asp Pro Asn Lys Arg Trp Glu Leu Cys 
150 155 i 60 

Asp He Pro Arg Cys Thr Thr Pro Pro Pro Ser Ser Gly Pro Thr Tvr 
165 i7 0 175 

Gin Cys Leu Lys Gly Thr Gly Glu Asn Tyr Arg Gly Asn Val Ala Val 
180 185 190 

Thr Val Ser Gly His Thr Cys Gin His Trp Ser Ala Gin Thr Pro His 
195 200 205 

Thr His Glu Arg Thr Pro Glu Asn Phe Pro Cys Lys Asn Leu Asp Glu 



4 



Asn Tyr Cys Arg Asn Pro Asp Gly Lys Arg Ala Pro Trp Cys His Thr 
230 235 240 

Thr Asn Ser Gin Val Arg Trp Glu Tyr Cys Lys He Pro Ser Cys Asp 
245 250 oc C 



Ser Ser Pro Val 
260 



<210> 2 

<211> 780 

<212> DNA 

<213> Homo sapiens 

<400> 2 



gtgtatctct cagagtgcaa gactgggaat ggaaagaatt acagagggac . gatgtccaaa 60 

acaaaaaatg gcatcacctg tcaaaaatgg agttccactt ctccccacag acctagattc 120 

tcacctgcta cacacccctc agagggactg gaggagaact actgcaggaa tccagacaac 180 

gatccgcagg ggccctggtg ctatactact gatccagaaa agagatatga ctactgcgac 240 

attcttgagt gtgaagagga atgtatgcat tgcagtggag aaaactatga cggcaaaatt 300 

tccaagacca tgtctggact ggaatgccag gcctgggact ctcagagccc acacgctcat 360 

ggatacattc cttccaaatt tccaaacaag aacctgaaga agaattactg tcgtaacccc 420 

gatagggagc tgcggccttg gtgtttcacc accgacccca acaagcgctg ggaactttgt 480 

gacatccccc gctgcacaac acctccacca tcttctggtc ccacctacca gtgtctgaag 540 

ggaacaggtg aaaactatcg cgggaatgtg gctgttaccg tgtccgggca cacctgtcag 600 

cactggagtg cacagacccc tcacacacat gaaaggacac cagaaaactt cccctgcaaa 660 

aatttggatg aaaactactg ccgcaatcct gacggaaaaa gggccccatg gtgccataca 720 

accaacagcc aagtgcggtg ggagtactgt aagataccgt cctgtgactc ctccccagta 780 



